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Abstract: A real-time fluorescent PCR (RTF PCR) method was established to detect and
identify phytoplasmas. One universal and three group-specific TagMan probes were designed
based on the conserved region of the 168 rDNA of phytoplasmas,and they were used to detect 9
strains of phytoplasmas and 5 species of bacteria and three samples by RTF PCR. The results
showed that the universal probe could detect all the phytoplasmas used, while no signal was
detected for bacteria. For three group-specific probes, each could detect its own group

specifically. The method was 100 times more sensitive than normal PCR and more specific and
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much faster due to fluorescent probe used. It could even identify the phytoplasma species while
the group specific probes used. Few contamination would occur because whole detection
process was finished in the contained tubes. RTF PCR could be a new technique for detecting
other prokaryotes, especially the fastidious bacteria.
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Table The name of phytoplasma and bacteria
Abbreviation Pathogen Classification

BB OB ¥4 B (Tomato big bud phytoplasma) 1 E 5 3 35 & {4 (Phytoplasma aster yellows group)
Cph =B AR H-5 R (Clover phyllody phytoplasma) R R R 3 ¥ {4 (Phytoplasma aster yellows group)
AY B ELH R (Aster vellows phytoplasma) HF A B E L H (Phytoplasma aster yellows group)
CYE ZH B % B R (Clover yellow edge phytoplasma)  # Jf{& X-$54H (Phytoplasma X-disease group)
CX fn KBk X-5% B (Canadian peach X-disease phytoplasma) # JH{& X-%54 (Phytoplasma X-disease group)
CY BT B FE B ALK IR (Coconut lethal yellow phytoplasma)  #8 B & #f 7 33 3 4k 41 (Phytoplasma coconut lethal
yellows group)
CLYMLO #BHk35 & (b5 B (Cherry lethal yellows phytoplasma) 48 & My#f # 4k 40 (Phytoplasma ash yellows group)
CMLO BB FE &1L #% IR (Cherry lethal yellows phytoplasma) & JB{&H 4% 8 {k 41 (Phytoplasma ash yellows group)
PD Z4 5B 5 & (Pear decline phytoplasma) FE R & 3 R M\ 8 4 (Phytoplasma apple proliferation
group)
XC H 2 BB R (Xamthomonas campestris pv. campestris) MK B E B (Xanthomonas)
PS T & BRI (Pseudomonas syringae pv. syringae) B IR B (Pseudomonas)
EC HE MBI E (Erwinia carotovora pv. carotovora) R K B (Erwinia)
AT B+ RITE (Agrobacterium tumefaciens) W AT B (Agrobacterium)
CM LB BR W (Clavibacter michiganensis 41 B W T B (Clavibacter)
subsp. sepedonicus)
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